1644 



3 
5 
6 
8 
<) 
11 
i:3- 
14 
15 
16 
17 
18 
19 
21 
22 
23 
24 
25 
27 



C--> 

c--> 



28 
29 

JO 
32 
33 
34 
36 
37 
39 
40 
42 
43 
44 
45 
47 
48 
49 
50 

53 ( 

55 

56 

57 
5B 
59 
61 
66 
68 



DATE 12/13/2000 

m SKQU^C.^ ^09,206,786* U-OB: 

PATENT APPLICMIO" 

IIiP ut Set : ^^ 6 p 6 3 0 x ° 1 7 21 32000N I 2067e6 R .ra W 

Output Set* N.\ 

SEQUENCE LISTING 

GENERAL ^FORMATION: 

— = ; TdUerived p ,t IDES ~ — 

TITLE OF I«V B MT10N: CD^DL^ 

' '"■>' ^^^tTvenue of ^ 

CC> New vork 

D E COUNTRY : ^ ***** 

)' 7JP . 10036-2711 

sis.";:""' 

(A ) APPLICATION 9 , 20 
»> ^r//^^': 8666-007 

( c) R fclP E ^ x M t-" n R M AT ION : 

(J) S "UtH: 5 amino add. 
( TVPE: amino acid 
rrl STKAN11EDHESS: 
p, TOPOLOGY: unknown 

1 

^ "ser » cm Ue 




REG 1 

DEC 21 $1 



TECH 



;://C: \CRF3\OutholcKVsrI206786A.htm 



12/13/00 



PATENT 
output s>ev.. 

£? B a.i»° acid 
tc) sl „, 0GY - unknown 

Lvs Rsn ^ r 5 q 3 . 

(D v TOPOLOGY- 



7*1 
7 3 
74 
75 
76 
77 
79 

84 
_86_ 

37 

39 (2 
91 
92 
93 
94 
95 
97 
101 
103 
104 



: 2: 



(C) blK ^ f nrY . unKnovn 

LY S ASU h 5 ^ 

^ ... tt, >30 : 4 ■ 



10-L Lys Asn sei — 5 ^ 



103 

109 

110 

111 
112 
114 
119 
121 
1.22 



0» T0P ,°X peptide 
t.«s fcsn feer 



seq«™- ;„ Gln 



:1.2 ft 
129 
130 
132 
137 
139 
14 0 



SI 1 , -^ m0H; 



144 

145 

146 

147 

148 

1 50 

155 



12/13/00 



fUe ,/C^3XOu 



157 

158 

16U 
162 
163 
164 
165 

16 6 
168 
173 

17 5 
176 



(2) 



" pu \Tc t - :;xc^x"- 200 ^ 206766A - raw 

Output Set. 

(i) *^^,o acids 
$ ^ a— « W 

rn ABU Gin Leu lie 

Tm:: amino acid 

sjssssmst---" 

«m ...» «• »■ 

( Ln Gin He W 

1 cpn ID NO: 10: 

TWOMttTIOH TOR &W ^ Ticg: 

£ „ PE: amino acid 

( se r ksn Gin Leu 

S ^^ G - R fa,ino acl.s 

3 T YPE: amino acid 

C) STRANDEDNESS. 

n TOPOLOGY; unknown 
(U) TYPE : peptide 



DATE : 12/13/2000 
TIME: U:08:53 



180 

iai 

182 
183 
184 
186 
191 
19 3 
1.94 
196 
198 
199 
200 
201 
202 
20 4 
209 
211 
212 
214 
216 
217 
218 
219 
220 
222 
227 
229 
230 
232 
2 34 
235 
236 
237 
2 38 
24 0 



(2) 



(2) 



; , ;C;XCRF3 xOu«l,o.*Vs rt 206186A.h.m 
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Page 



DATE : 12/13/2000 

^t 8 ^; :: N xcr P 3vn3 2 ooov 2 o 6786A . r a W 

SEQUENCE DESCRIPTION SEC ID «0 : U : 

Ser Asn Gin Leu lie 

S «» 

2" U) '(A) LENGTH: 6 amino acids 

253 B) TYPE: ami.no acid 

25 * (C) STRANDEDHESS: 

25 ID\ TOPOLOGY: unknown ig»B"\ 

s .«.issss^-.»— received 

" ts »; ».» «" ; ,e "'* 

S m DEC 27 as 

271 TYPE: amino acid ji „ --JMI 

272 c stUdedness: TECH CENTER 

273 D topology: unknown 

2 83 Ser Asn Gin He 

288 (3-) &f ^ L LENGipH : 5 amino acids 

289 , B) T YPE: amino acid 

290 , C) STRANDEDHESS: 

291 D TOPOLOGY: unknown 

i is sss »«•"•»-•"• 

2 ^ 9 Sfc ,r Asn Gin He Lys 



245 
247 



306 U) '(A) "eHGTH: 4 amino acids 

307 B) TYPE : amino acid 

308 (C ) STRANDEDNESS: 

309 < D TOPOLOGY: unknown 

319 Asn Ser Asn Gin 

III (2) I NPORMATI O N FOR SBQ ™ *° " £ 

, i) SEQUENCE CHARACTERISTICS . 

324 CD ^ LF!NGTH: 5 amin o acids 

325 r B) type: amino acid 

326 \ C) STRANDEDNESS: 

327 (D) TOPOLOGY: unknown 
32B 1 ] 
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Pa^e :> or / 



3 30 

;i'S5 

3 37 

340 (2) 
342 
34 3 
344 

:u5 

34 6 
34 B 
353 
355 
356 

-3-5-3- m 

360 



(2) 



361 
362 
363 
364 
3 66 
371 
373 
374 
37 6 
378 
379 
380 

381 

382 

384 

389 

391 

392 

394 (2) 
396 
397 
398 
399 
400 
4 02 
407 
4 09 
410 
412 
414 
415 
416 
417 



RAW SEQUENCE LISTING ?86A 
PATENT APPLICATION: US/u*/* 

Xt.t ! : "S\1213 2 000\I 2 067B6 A .raw 

(U) MOLECULE TYPE: Peptide ; 
(Xl) SEQUENCE DESCRIPTION: SEQ ID 
Asn Ser Asa Gin Leu 

1 5 IT 

INFORMATION FOR SEQ ID NO : 17 : 
M) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

( D) TOPOLOGY: unknown 

Asn Ser Asn Gin Leu rle 

1 5 
^ M iO RH ^TiON.£O.ILSEP.„lp.NO: : 18: 

M) SEQUENCE CHARACTER lb 1 ICS : 
{ A) LENGTH: 7 amino a c ids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 
{D ) TOPOLOGY: unknown 

MOLECULE TYPE : PeP tide ern NQ . 18 . 
xi" SEQUENCE DESCRIPTION: SEQ ID NO. 18. 
Asn Ser Asn Gin Leu He Lys 

INFORMATION FOR SEQ ID ; NO: 19: 

(i ) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: unknown 

£! EES EkSSSf-" XO HO= ». 

Asn ser Asn Gin lie Lys 

INFORMATION FOR SEQ ID NO: 20: 
(i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : 

(D) TOPOLOGY: unknown 

ggsssKfir-. „». ». 

Lys Asn Ser Asn 

INFORMATION FOR SEQ ID NO: 21: 
(i) SEQUENCE CHARACTERISTICS 

( A) LENGTH : 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 



DATE: 12/13/2000 
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